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Bovine Spongiform Encephalopathy in Italy in 2017 
 
 
As of July 2013, the rapid tests for the detection of BSE cases have been suspended for the animals 
regularly slaughtered, and maintained for the animals above 48 months of age in at risk streams 
(fallen stock, emergency slaughtered and with clinical sign at ante mortem). The national database 
on the surveillance system for BSE is managed by the National Reference Centre for TSEs and in 
2017 recorded 55,250 tests, performed in 12 laboratories, without any positivity identified, as in the 
previous eight years (except an atypical case detected in 2011).  
 
In table 1 the number of bovine tested in 2017 within each subpopulation is shown 
 


Target group Number of 
tested animals 


Number of 
positives 


Number of 
negatives 


Age limit 


Fallen stock  
 


38,026 0 38,026 *, ** 


Emergency slaughter 
 


16,195 0 16,195 *, ** 


Animals with clinical 
signs at ante mortem 


501 0 501 *, ** 


Healthy slaughtered 
animals 


408 0 408 *** 


Animals killed in BSE 
eradication 


0 0 0 Most > 18 months 


Clinical suspicions, 
according to art. 12(2) 


1 0 1 All ages 


Without category or 
without date of birth§ 


1 0 1 Adult bovines without 
date of birth 


Under the age limits 
or healthy sl. born in 
Countries included in 


the list of Dec. 
2013/76/UE§ 


118 0 118  


Total 55,250 0 55,250  
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Italian Scrapie report 2017   An update on the epidemiological situation of scrapie is provided, using the classic components of descriptive epidemiology (disease distribution based on time, space and animal or flock features). Data come from the database of the national scrapie surveillance system maintained by the unit of Biostatistics, Epidemiology and Risk Analysis at the Institute Zooprofilattico of Piemonte, Liguria e Valle d'Aosta. Annual herd incidence rates (outbreaks per 10,000 herds) by Region were computed to show the geographical distribution of the disease. Absolute number of outbreaks and prevalence rates (cases per 10,000 rapid tests) were used to show trends by species (sheep and goats) and scrapie form (classical and atypical).  In Italy we also aim at avoiding introduction of new, non-autochthonous small ruminants TSE strains. To this aim, we regularly subject to discriminatory immuno-blotting all TSE cases, including atypical scrapie and secondary cases.  The trend in the number of controls over the years has varied according to the EU requirement. The amendment of Regulation EC 999/2001 in mid-2007, with the enforcement of Reg EC 727/2007, had greatly reduced the number of tests that Italy has to perform in the frame of active surveillance. The monitoring programme remained unchanged over the past ten years, with a commitment to Italy to perform at least 10,000 rapid tests for each category (i.e. healthy slaughtered animals and fallen stock) in both species (sheep and goats over 18 months of age) (Table 1).  


  Year  Nr of  Positive  Positive  Positive  Ovini  Caprine
    tests  animals  flocks by  flocks by 
        active s.  passive s.     


2017 57883 254 47 0  10k HS + 10k FS  10k HS + 10k FS 


type of surveillance


dimensione del campione   Table 1. No. of rapid tests, positive animals (classical and atypical cases combined) and outbreaks by type of surveillance (K = 1000, HS = healthy slaughtered, FS = fallen stock).   Focusing on sheep monitoring, the minimum sampling target has been met for both categories by testing 12,356 HS and 11,672 FS.  Focusing on goats monitoring, the minimum sampling target for healthy slaughtered animals has been met (20,548) whereas the number of FS animals was not enough to meet the target (7,128): in Italy goats are mostly reared as free-range grazing animals making difficult to collect the needed samples (i.e. brain obex) in condition fitting for the analysis. 







 2


 However, from an epidemiological point of view, the number of animals that was tested in the fallen stock stream (FS) was enough to statistically comply with (and exceed) the EU surveillance requirements i.e. a sample size to provide a 95% level of confidence of detecting classical scrapie if it is present in that population at a prevalence rate exceeding 0,1%. In Italy in 2017 the 7,128 tested animals allowed to reach a confidence level of 99,90% (higher than the requested 95%) (see Dohoo, Martin and Stryhn. “Veterinary epidemiologic research” (2003)).  A summary breakdown over the last year of scrapie by species (sheep vs. goats) and form (classical vs. atypical) is shown in Table 2: classical scrapie in sheep has still the largest impact on the small ruminant population.    
Sheep


classical scrapie in sheep atypical scrapie in sheep


cases cases
year active surv.  passive surv. year active surv.  passive surv.


2017 41 37* - 2017 3 3 -
Goats


classical scrapie in goats atypical scrapie in goats


cases cases
year active surv.  passive surv. year active surv.  passive surv.


2017 5 4 - 2017 3 3 -
*  one ovine index case was associated with a goat index case in the same outbreak


outbreaks outbreaks


outbreaks outbreaks


  Table 2. Index cases and outbreaks of scrapie in sheep and goats. The breakdown is by species, form (classical vs. atypical) and type of surveillance (active vs. passive)    The prevalence by risk category and species in 2017 is shown in Table 3.   
             prevalence (+ives/10,000 test & 95%CI) 
           Classical scapie active surveillance 


  Ovine animals Caprine animals
    Healthy slaughtered 


18.6 (IC 95% 11.8 – 18.9) 1.9 (IC 95%  0.5 - 5.0) 
      Fallen stock


16.3 (IC.95% 9.9 – 25.4) 1.4 (IC 95% 0.04 - 7.9) 


Year 2017 


  Table 3. Classical scrapie: prevalence (positive cases per 10,000 tests) and 95% confidence interval: year 2017, active surveillance by species and risk category.    Among the animals (5530 sheep and 647 goats) tested in the frame of eradication culls following an outbreak the prevalence (positives per 100 tests) of classical scrapie was respectively 3.6% (95% CI 3.1 to 4.1) in sheep and 0.6% (95% CI 0.1 to 1.3) in goats.   
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The 6 outbreaks of atypical scrapie detected in 2017 were all from active surveillance, 3 in sheep and 3 in goats. Figure 1 shows the distribution of the annual cumulative incidence of classical and atypical scrapie in 2017 by species.         


      


   Fig. 1 Year 2017: geographical distribution of classical and atypical scrapie: incidence by species and Region (number of outbreaks/10,000 flocks)   


Atypical scrapie  Classical scrapie  
         SHEEP  


        GOATS 
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A single strain of classical scrapie and a single strain of atypical scrapie have been detected in Italy, while several classical scrapie strains circulate in different EU countries.     CONCLUSIONS   The results show that Classical scrapie is widely spread in Italy with a different Regional distribution, which could be due to the heterogeneous application of the ovine breeding plan of genetic selection for resistance to scrapie. Atypical scrapie has also been reported in 2017 in sheep and goats and, as usually, it has been detected in only one animal per flock. 
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Report on the activity carried out in the framework of the Italian 
monitoring plan for the chronic wasting disease of cervids 


 
 
Summary 
 
During 2017, samples from 570 cervids were taken in the framework of the Italian monitoring plan 
for the chronic wasting disease (CWD). In 20 cases no testing was possible as the samples were not 
suitable or the target tissue was absent; in the remaining 550 animals (382 roe deer, 133 red deer, 
21 fallow deer, 14 reindeer) the result was negative for CWD. Although both the brainstem and the 
lymph nodes should be collected and tested, this was only possible for 340 animals. Sample quality 
problems limited the number of brainstems suitable for analysis, while failure to take samples 
reduced the availability of part of the lymph nodes. Regarding genotyping, 5 red deer and 1 roe 
deer were examined: 4 red deer showed well known polymorphisms while the remaining animals 
had a wild type genotype. From an epidemiological point of view, it is worth emphasizing that the 
sampling was focussed on animals from high risk categories i.e. animals with high probability of 
illness detection (fallen stock or road kills or culled because sick). However, since the samples 
tested so far are still relatively few and the sampling design is not fully consistent with that 
suggested by EFSA (2017), the Italian freedom from CWD is still uncertain. 
 
 
Introduction  
 
CWD is an infectious disease belonging to the group of transmissible spongiform encephalopathies 
(TSE). Several cervids species are susceptible to the disease, including: mule deer (Odocoileus 
hemionus), white-tailed deer (Odocoileus virginianus), red deer (Cervus elaphus), moose (Alces 
alces alces) and reindeer / caribou (Rangifer tarandus) (Saunders et al., 2012). CWD is endemic in 
North America, while in the rest of the world (e.g. in South Korea) cases have been identified only 
in animals imported from geographical areas where the disease is clearly widespread (Saunders et 
al., 2012). Such an epidemiological context changed in the spring 2016, when the CWD was 
diagnosed in a Norwegian reindeer that showed symptoms compatible with the disease (VKM, 
2016, NFSA, 2016; EFSA, 2017). Subsequent investigations carried out on native populations of 
susceptible animals led to the identification of further cases, not only in reindeer but also in a few 
moose and in a red deer: in total 22 cases have been confirmed so far (as of 09/04/2018 
(apps.vetinst.no/skrantesykestatistikk/NO/)). In 2018, for the first time a case was reported in the 
EU: it is a Finnish moose (ProMed, 2018). From a diagnostic point of view, the Scandinavian cases 
differ in the distribution of detectable infectivity by species: in moose and red deer the positivity is 
detected exclusively in the brainstem whereas in the reindeer lymph nodes are positive but the 
involvement of brainstems is not always apparent. The aim of this report is to provide a description 
of the CWD monitoring carried out in Italy during 2017. 
Materials and methods 
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Instructions for CWD monitoring have been issued by the Ministry of Health with note 0024007-19 
/ 10/2016-DGSAF-MDS-P. It was requested to extend the surveillance to all cervids species of deer 
present in Italy, and in particular to animals more than 18 months of age. The activity involves in 
descending order of priority the following categories of wild or captive animals: fallen stock ([1] 
dead animals or [2] road kills) and those culled because sick or showing neurological 
symptomatology attributable to a TSE. Veterinary officers were requested to collect both obex and 
retropharyngeal lymph nodes. 
All the samples collected throughout Italy must to be sent directly to the NRL for the rapid testing 
and genotyping. The rapid test used is the IDEXX Herd Check BSE-scrapie antigen kit EIA 
(included in the list of suitable tests for the CWD by EFSA). 
Only a limited subset of animals subjected to rapid testing has been also genotyped. 
To standardize the data collection, a dedicated sampling form was produced and distributed: the 
data reported in the form along with those relating to the diagnostic outcomes have been used for 
data analysis. Breakdown of data was carried out by animal species, year of sampling, Region of 
sampling, risk category and the outcome (by tissue). The monitoring period considered here 
corresponds to the samples taken during the calendar year 2017. Statistical processing was carried 
out using Stata 14. 
 
 
Results     
 
 
1. Collection activities 
 The sampling activity involved 570 animals belonging to 4 species, mainly roe deer and red deer 
(table 1). The animals came largely from three Regions (Lombardy, Emilia Romagna and 
Piedmont, table 2). The age data were only available in 53% of cases, with a median value of 24 
months (inter-quartile range 18-36 months): 22% of the animals is below the minimum age 
expected from the floor. Males and females are equally represented (273 females, 265 males and 32 
animals age data missing). The test was carried out on captive animals in less than 5% of the 
animals (28 out of 570: this is the case, for example, of all the 16 reindeer examined). 
 
 
Table 1  


 
     Species|      Freq.     Percent        Cum. 
------------+----------------------------------- 
   ROE DEER |        395       69.30       69.30 
   RED DEER |        136       23.86       93.16 
FALLOW DEER |         23        4.04       97.19 
   REINDEER |         16        2.81      100.00 
------------+----------------------------------- 
      Total |        570      100.00 
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Table 2. 
                   |                   species 
   Region          |  ROE DEER   RED DEER  FALLOW DEER REINDEER |     Total 
-------------------+--------------------------------------------+---------- 
           ABRUZZO |        29         41          0          0 |        70  
    EMILIA ROMAGNA |       117          2         13          0 |       132  
FRIULI VEN. GIULIA |         1          0          0          0 |         1  
             LAZIO |         0          2          0          0 |         2  
           LIGURIA |         2          0          1          0 |         3  
         LOMBARDIA |       106         48          1          0 |       155  
            MARCHE |         4          0          0          0 |         4  
            MOLISE |         0          1          0          0 |         1  
          PIEMONTE |       102         15          6          2 |       125  
PROV. AUT. BOLZANO |         0         10          0          0 |        10  
 PROV. AUT. TRENTO |         4          5          0          0 |         9  
           TOSCANA |        10          2          1          0 |        13  
     VALLE D'AOSTA |         4          0          0         14 |        18  
            VENETO |        16         10          1          0 |        27  
-------------------+--------------------------------------------+---------- 
             Total |       395        136         23         16 |       570  
 


 
 
2. Results of the diagnostic activity 
 
All samples are negative. For 550 animals (97%) i.e. 382 roe deer, 133 deer, 21 fallow deer, 14 
reindeer, the diagnostic activity was successfully completed and a final result has been obtained; 
the samples from the remaining 20 animals were not suitable for analysis or the target tissue was 
absent. 
For 340 animals (62%) the negative outcomes refer to both the required tissues  (obex and lymph 
nodes), for 151 (27%) the result is based only on lymph nodes, whereas for the remaining 59 (11%) 
is based on the obex analysis only:  missing results from lymph node mainly depends on non-
sampling (52 cases) rather than on bad quality of the specimens (7 cases); in the case of obex, all 
but three animals were actually sampled but for the remaining 148 cervids the material collected 
was not suitable: while in red deer only about 10% of the obex samples were not suitable, in roe 
deer more than 33 % of them was not testable. 
 
 
2.1 Roe deer 
 
Out of the 395 animals sampled, for 382 a diagnostic result was obtained, always negative. Most of 
them (n=359, 94%) came from wildlife with the road kill category as prominent reason of sampling 
(Table 3). The 5 captive animals came from Emilia Romagna and Lombardy, two fallen stock and 
three sick culled animals. 
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Table 3.  
      sampling category 
   Region          |    culled        fallen stock  road kill        Total 
-------------------+--------------------------------------------------- 
           ABRUZZO |           3            2           23           28 
    EMILIA ROMAGNA |           7           10           88          105 
FRIULI VEN. GIULIA |           1            .            .            1 
           LIGURIA |           .            .            1            1 
         LOMBARDIA |           6           63           32          101 
            MARCHE |           1            .            1            2 
          PIEMONTE |          13            8           71           92 
 PROV. AUT. TRENTO |           1            1            1            3 
           TOSCANA |           3            1            6           10 
     VALLE D'AOSTA |           .            1            2            3 
            VENETO |           2            2            9           13 
 ----------------------------------------------------------------------- 
             Total |          37           88          234          359 


 
2.2 Red deer  
 
Out of the 136 animals sampled, for 133 a diagnostic result was obtained, always negative. Almost 
all of them (n=131, 99%) came from wildlife: 47% due to road accidents and about a third of 
animals as fallen stock (Table 4). The geographical origin is shown in table 2.  
 
Table 4.  
 
      sampling category 
   Region          |    culled        fallen stock  road kill        Total 
-------------------+--------------------------------------------------- 
           ABRUZZO |           4           14           21           39 
    EMILIA ROMAGNA |           .            1            1            2 
             LAZIO |           .            .            2            2 
         LOMBARDIA |           7           16           25           48 
            MOLISE |           .            .            .            . 
          PIEMONTE |           4            4            7           15 
PROV. AUT. BOLZANO |           5            3            1            9 
 PROV. AUT. TRENTO |           1            3            .            4 
           TOSCANA |           1            1            .            2 
            VENETO |           4            2            4           10 
----------------------------------------------------------------------- 
             Total |          26           44           61          131 


 
2.2. Fallow deer 
Out of the 23 animals considered for 21, a diagnostic result was obtained, always negative. Most of 
the animals (13) was sampled following road accidents or as fallen stock (5) on farm. The 
geographical origin is shown in table 2.  
2.4 Reindeer  
Out of the 16 animals considered only the 14 coming (13 fallen stock and a culled animal) from a 
farm in Aosta Valley were tested and negative.   
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2.5 Genotyping activity.  
 
The genotyping activity was limited to only 6 subjects (Table 5) highlighting in red deer some 
polymorphisms already described (Peletto et al., 2009) i.e.: a red deer mutated at codon 98 
(homozygous for alanine (A) instead of threonine (T)); some animals with silent mutations at codon 
136; the replacement of glutamine (Q) with glutamic acid (E) at codon 226 (two heterozygous and 
one homozygous). 
 
Table 5. 
                               species  
            Result    |  ROE DEER   RED DEER |     Total 
----------------------+----------------------+---------- 
  136 cgc/cgc 226 E/E |         0          1 |         1  
  136 cgc/cgt 226 Q/E |         0          2 |         2  
               98 A/A |         0          1 |         1  
            WILD TYPE |         1          1 |         2  
----------------------+----------------------+---------- 
                Total |         1          5 |         6  
 
Wild type: 
98 T/T -> mutation T (acc) -> A (gcc)  
136 A/A -> silent mutation  cgt/cgc 
226 Q/Q -> mutation Q (cag) -> E (gag) 
 
 
Conclusion 
 
Thanks to the pursuance of the targeted monitoring campaign, it has been possible to acquire data 
suggesting the absence of the disease. The total number of animals involved in monitoring has 
significantly increased compared to the previous year (570 in 2017 versus 74 in 2016). Part of the 
monitoring involved relatively young animals in which it is unlikely to detect the infection. 
Furthermore, a relevant proportion of tests was carried out on only one type of tissue, potentially 
compromising the sensitivity of the survey, given the different distribution of detectable infectivity 
in different species: to improve this situation it is necessary to raise awareness among colleagues in 
charge of sample collection, in particular by pressing them to systematically sample the lymph 
nodes. It is also necessary to devise actions to reduce the proportion of obex samples unsuitable for 
the examination. With regards to genotyping, it should be further extended, involving all the 
cervids species. 
Since the accumulated samples are still relatively few and the sampling design is not fully 
consistent with that suggested in the 2017 EFSA Opinion, there is still uncertainty regarding the 
presence or absence of the disease in the Italian cervid populations. 
It is therefore suggested to maintain surveillance activities over time and to make them as 
consistent as possible with the EFSA indications. 
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The Italian breeding (or selection) plan for Scrapie in 2017 
The breeding (or selection) plan to enhance resistance to Scrapie in sheep population, increasing the frequency of ARR/ARR genotype was amended by the Italian Ministry of Health decrete 17th  
December 20041 (DM17/12/2004). In order to take into account all the peculiarities of the ovine population, the Italian Ministry of Health invited each Region to prepare its own breeding plan, according to the guidelines inserted in the DM17/12/2004. The breeding plan officially started on the April the 1st, 2005. Initially, all the high genetic merit flocks were compulsorily included in the plan while commercial flocks could decide whether to join or not. Scrapie outbreaks were not included in the breeding plans, but since November 2006 they have compulsorily been included. Some Regions with high genetic merit flocks (i.e Sardegna, Toscana, etc.) and other with a high number of flocks subjected to stamping out for Scrapie (Piemonte) had started genotyping before the April the 1st, 2005. The sampling activity is performed by both veterinarians of Local Health Units (ASL) and, mainly for high genetic merit flocks, by technicians of National association of shepherds (ASSONAPA). All information about each ovine (individual data) and each flock (flock data) involved in the breeding plan are collected by the National reference laboratory for TSE, c/o the Institute of Zooprophilaxis of Piemonte, Liguria and Valle d'Aosta, and organized in a database (BDNSG). Besides the Istituto Superiore di Sanità (ISS) provides technical-scientific support to the Ministry of Health and to the laboratories involved in genotyping. Since the January the 1st 2016, a new law (decrete 25th November 2015 - DM25/11/20152) replaced the DM17/12/2004: the plan becomes compulsory for all ovine farms.  The results obtained in the 2017 were: that 19,610 flocks were involved in the breeding plan: 66 were Scrapie outbreaks and 19,544 were flocks without Scrapie. The share of new flocks involved in the breeding program was about 65%; 12,652 was the number of flocks never selected before. This high percentage is due to the enforcement of the new compulsory breeding plan adopted since the end of 2015. About the ovines, 21,638 sheep were genotyped in outbreak and 71,806 (about 94% rams and 6% ewes) in flocks without Scrapie, with differences between Regions (Table 1). About the distribution of genotypes in the new born sheep genotyped in 2017 (46,321 ovines) we have recorded a decrease both of the susceptible and resistant (ARR/ARR) ovines new borns (Figure 1).   
                                                 1  You can find here the document:DM17122004_complete 2 You can find here the document:DM25112015_complete 
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Table 1: Number of ovines genotyping by Region                          


REGION of the flock


Abruzzo 502 1.351 1.853Basilicata 2 2.066 2.068Bolzano 0 1.881 1.881Calabria 482 3.877 4.359Campania 652 3.259 3.911Emilia_Romagna 418 1.241 1.659Friuli_Venezia_Giulia 0 388 388Lazio 5.131 8.061 13.192Liguria 0 270 270Lombardia 1.642 3.982 5.624Marche 1.238 1.658 2.896Molise 0 1.142 1.142Piemonte 2.115 3.268 5.383Puglia 2.762 8.058 10.820Sardegna 4.275 15.114 19.389Sicilia 1.384 11.095 12.479Toscana 577 2.276 2.853Trento 0 270 270Umbria 306 1.361 1.667Valle_d_Aosta 0 103 103Veneto 152 1.085 1.237
21.638 71.806 93.444


Genotyped 
ovines in 
outbreak


Genotyped 
ovines NOT 
in outbreak


TOTAL 
genotyped 
ovines
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Figure 1: frequency distribution of the three genotype groups (Resistant=ARR/ARR; Semi-resistant=ARR/*; Susceptible=none ARR allele) in <2 years-old sheep genotyped in the 2017   
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<?xml version="1.0" encoding="UTF-8"?><report schemaurl="EradicationFinalReport2015.xsd" xslurl="IdentityTransform.xsl">	<ProgrammeIdentification>		<reportingPeriod>1/1/2014 - 31/12/2014</reportingPeriod>		<disease>Rabies</disease>		<country>AT</country>		<Contact_name></Contact_name>		<Contact_job_type></Contact_job_type>		<emailAddress></emailAddress>	</ProgrammeIdentification>	<Technical>		<A1></A1>		<A2></A2>		<A3_rabies></A3_rabies>	</Technical>	<AnnexVI>		<tableA1></tableA1>		<tableA2></tableA2>		<isolates/>		<typing/>		<tableB1></tableB1>		<tableB2AnalysisDescription/>		<tableB3/>		<batchesDistributed/>		<batchesControlled/>		<batchesRejected/>		<tableC></tableC>	</AnnexVI><AnnexX>		<eligibleCosts specie="">			<row>				<Cell1>Sampling</Cell1>				<Cell2>Cost of sampling Wild and suspect animals</Cell2>				<Cell5>10</Cell5>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[CB[@JFP="!AX9RZBV)H,V50]F84Y4^M1@D'2%*NKE<(]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Cost of analysis Elisa (antibody)</Cell2>				<Cell7>15.24</Cell7>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[D+V'Q#-6E4.K*Q3H$T'`->)9N'9Q&)[J"-7#-6?S&K)]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Cost of analysis Fluorescent Antibody test (FAT)</Cell2>				<Cell7>13.09</Cell7>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[J>DGT(#J#(($F'R$2O6[>A%J*J*>O4X4'19S09`[-DP]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Cost of analysis Fluorescent Antibody test (FAT) - suspect animals</Cell2>				<Cell7>13.09</Cell7>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[AGBE'F$BP7M"+1E0<7U@,?KZP-INHPGW9&VAX89,85"]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Cost of analysis Tetracycline detection</Cell2>				<Cell5>10</Cell5>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[EKA5-SZ9^=*BC`5\LU*13&8#6YM,+^F8<`""GG6]M/!]]></Ref>			</row>			<row>				<Cell1>Vaccination</Cell1>				<Cell2>Distribution costs Wildlife oral vaccination</Cell2>				<Cell5>0.47</Cell5>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[BG;V0"Y21P=859-OHC=C:Q=<[8"U7?0XH%O"'5CFS:<]]></Ref>			</row>			<row>				<Cell1>Vaccination</Cell1>				<Cell2>Purchase of vaccine/treatment ofanimal products Wildlife oral vaccination</Cell2>				<Cell5>0.8</Cell5>				<Cell9>75</Cell9>				<Cell10/>				<Ref><![CDATA[F\'(H&2*VMG0/D_%Q`$]_[*N2<Q@6^:.=*ZV<:.E!G<]]></Ref>			</row>		</eligibleCosts>				<exchange_rates>			<exchange_rate1_title></exchange_rate1_title>			<exchange_rate1_value></exchange_rate1_value>			<exchange_rate2_title></exchange_rate2_title>			<exchange_rate2_value></exchange_rate2_value>			<exchange_rate3_title></exchange_rate3_title>			<exchange_rate3_value></exchange_rate3_value>		</exchange_rates>	</AnnexX>	</report>#&&&&&&&&&&#<?xml version="1.0" encoding="UTF-8"?><report schemaurl="EradicationFinalReport2015.xsd" xslurl="IdentityTransform.xsl">	<Metas>		<PDF>			<viewerType>Exchange-Pro</viewerType>			<viewerVersion>10.113</viewerVersion>			<viewerVariation>Full</viewerVariation>			<platform>WIN</platform>			<language>fr_BE</language>			<formTitle>Reporting Requirements For Union Co-Financed Veterinary Programmes</formTitle>			<formVersion>0.2.29</formVersion>		</PDF>		<DB xmlTable="T_XML_BODY_SOAP" attachTable="T_SOAP_ATTACH" procLoad="LOAD_ATTACH_FILE" jndi="XMLGate.ERADIC"/>		<errorList att_used_for_autogeneration_in_pdf="1"/>	</Metas>	<ProgrammeIdentification>		<reportingPeriod>1/1/2015 - 31/12/2015</reportingPeriod>		<disease>Transmissible Spongiform Encephalopathies</disease>		<country>AT</country>		<Contact_name></Contact_name>		<Contact_job_type></Contact_job_type>		<emailAddress></emailAddress>	</ProgrammeIdentification>	<Technical>		<A1></A1>		<A2></A2>		<A3></A3>	</Technical>	<AnnexVII>		<tableA>		<row1Technical>				<Cell1>BSE</Cell1>		</row1Technical>		</tableA>	</AnnexVII>	<AnnexX>		<eligibleCosts specie="">			<row>				<Cell1>Testing</Cell1>				<Cell2>RT bovine-risk animals</Cell2>				<Cell7>7.4</Cell7>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[N6L1?*T4;)U%<,9IOD9O53RY'&_4UD2!Y.`_R<(V>(6]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>RT bovine-risk animals </Cell2>				<Cell7>7.4</Cell7>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[P.]2<(.E7%"?]PLAZZ%0-@4%7'+"1C74G?2=&Q#R'YO]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Confirmatory tests</Cell2>				<Cell5>50</Cell5>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[EB7%V81H&;<E@%[+9IH&HWDSPJ:.M!1%P-;D;V6N`L1]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Confirmatory tests</Cell2>				<Cell5>50</Cell5>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[P#:6-F"P##=&7ZE4B0:,`G,,R$M++.]V"@N&.P72MH\]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Discriminatory tests</Cell2>				<Cell7>194</Cell7>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[HQ#?LD=-$4%GQ'5?7OM"3\M?2PBJ\U@W?F*NU:%YX+E]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Discriminatory tests</Cell2>				<Cell7>194</Cell7>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[BW/KS!1X,"'2!8(20'N1>"YP^2JCD1,M%JQ^UM>R><=]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Genotyping</Cell2>				<Cell5>6</Cell5>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[BZ2W1-)Y&/]/1@B_T&Q!^#ECZ)B%).?J'H83J$X@I/M]]></Ref>			</row>			<row>				<Cell1>Testing</Cell1>				<Cell2>Genotyping</Cell2>				<Cell5>6</Cell5>				<Cell9>100</Cell9>				<Cell10/>				<Ref><![CDATA[FQXO6B&:G^W$JX+23$M_7)MS;VMS3(*KJ#W2)9OYQP_]]></Ref>			</row>			<row>				<Cell1>Compensation</Cell1>				<Cell2>Bovine culled</Cell2>				<Cell5>1000</Cell5>				<Cell9>50</Cell9>				<Cell10/>				<Ref><![CDATA[A<IMP&5$`?W/:E5P>8&.<%6'8S@NKW'O:$4XMR*"BKH]]></Ref>			</row>			<row>				<Cell1>Compensation</Cell1>				<Cell2>Ovine Caprine culled</Cell2>				<Cell5>140</Cell5>				<Cell9>50</Cell9>				<Cell10/>				<Ref><![CDATA[FCBL9W8XVF^(F.W;X6E.6"=@.4'FL6W9(_<+@KK+)&U]]></Ref>			</row>		</eligibleCosts>	</AnnexX>	</report>#&&&&&&&&&&#
For each approved annual or multiannual programme Member States shall submit to the Commission by the 30 April each year an annual detailed technical and financial report covering the previous year. That report shall include the results achieved and a detailed account of eligible costs incurred (Art 14 of Regulation (EU) No 652/2014).
If encountering:
-         difficulties concerning the information requested,  please contact SANTE-VET-PROG@ec.europa.eu.
-         technical difficulties, please contact SANTE-BI@ec.europa.eu, include in your message a printscreen of the complete window where the problem appears + the version of this pdf : 
 
Instructions to complete the form:
1) When starting filling out this document, please first select the name of your country and the name of the disease for which you will enter data; a pop-up window will thereafter appear, requesting your password, which is in the mail we sent you to dispatch this document. Validate your password (push the OK button in the pop-up)  and all the tables and textboxes will appear.
2) Before submitting this form, please use the button "Verify form"(bottom right of each page). If needed, complete your pdf document as indicated.
3) You can attach documents (.doc, .xls, .pdf, etc) to complete your report using the button "Add attachments" on the last page of the form.
4) When you have finished completing this pdf document, save it on your computer.
5) Print the "Signed declaration to accompagny the final report/payment application" at the end of this pdf document. Fill it out, have it signed by the operational director. Then scan it and attach it to this pdf document (see last page of this document).
6) Verify that your internet connection is active and then click on the "Submit notification" button. If the form is properly filled out you'll be asked to enter your password and your pdf document will be sent to our server. A submission number will appear on your document. Save this completed document on your computer for your record.
7) You are invited to submit your report in English
8) Final reports shall be submitted by 30 April at the latest.
Complete all information below
1. Technical implementation of the programme
Year Of Implementation
2. TECHNICAL IMPLEMENTATION ON BLUETONGUE PROGRAMMES
 
Table A   DATA ON HERDS  :   Table A is not to be filled in for Bluetongue
 Table B    DATA ON ANIMALS
Region(a)
Animal species
Total number of animals(b)
Number of animals under the program
Number of animals(c)  to be tested under the programme
Number of animals(c) tested
Number of animals tested individually(d)
Number of positive animals
Number of outbreaks
Total
Total previous year
(a)	Region as defined in the programme of the Member State. (b)	Total number of animals existing in the region including eligible herds and non-eligible herds for the programme. (c)	Includes animals tested individually or under bulk level scheme. (d)	Include only animals tested individually, do not include animals tested by bulk level samples (for instance: milk bulk tank tests). 
 
Table C   DATA ON VACCINATION PROGRAMMES
 
Information on vaccination programme
Region(a)
Animal species
Total Number of herds(b)
Total number of animals
Serotype
Number of herds in vaccination programme
Number of herds vaccinated
Number of animals vaccinated
Number of doses of vaccine administered
Number of adults vaccinated(c)
Number of young animals vaccinated(c)
Number of animals with primary vaccination(initial+booster)
Total
(a)	Region as defined in the programme of the Member State. (b)	Herds or flocks or holdings as appropriate. (c)	For bluetongue programmes distinction between adult and young animals not required. 
Table D  DATA ON STATUS OF HERDS AT THE END OF THE PERIOD  :   Table D is not to be filled in for Bluetongue
Table E   SUSPENSION/WITHDRAWL OF THE FREE OR OFFICIALLY FREE STATUS  :   Table E is not to be filled in for Bluetongue
 Table F       STRATIFIED DATA ON SURVEILLANCE AND LABORATORY TESTS
Region(a)
Animal species/category
Number of samples
Test type
Number of tests
Number of positive tests
Total
(a)	Region as defined in the programme of the Member State.
TOTALS  Table F
Total number of samples
Total Samplings   
Method of laboratory analysis
Total number of tests
Total ELISA test   
Total PCR test   
2. TECHNICAL IMPLEMENTATION ON RUMINANT DISEASES PROGRAMMES
 
Table A   DATA ON HERDS(a)
 INDICATORS
Region(a)
Animal species
Total number of herds(b)
Total number of herds under the programme 
Number of herds to be  checked under the programme this year
Number of herds checked(c)
Number of positive herds(d)
Number of new positive herds(e)
Number of herds depopulated
% positive herds depopulated
% herd coverage
% positive herds Period herd prevalence
% new positive herds Herd incidence
Total
Total previous
(a)         Region as defined in the programme of the Member State.
(b)         Total number of herds existing in the region including eligible herds and non-eligible herds for the programme.
(c)         Check means to perform a herd level test under the programme for the respective disease with the purpose of maintaining or upgrading, the health status of the herd. In this column a herd must not be counted twice even if has been checked more than once.
(d)         Herds with at least one positive animal during the period independent of the number of times the herd has been checked.
(e)         Herds which status in the previous period was Unknown, Not free-negative, Free, Officially Free or Suspended and have at least one animal tested positive in this period.
 
 
Table B    DATA ON ANIMALS
 
Slaughtering(f)
 INDICATORS
Region(a)
Animal species
Total number of animals(b)
Number of animals under the program
Number of animals(c)  to be tested under the programme   this year
Number of animals(c) tested
Number of animals tested individually(d)
Number of positive animals
Number of animals with positive result slaughtered or culled
Total number of animals slaughtered(e)
% coverage at animals level
% positive animals Animal prevalence
Total
Total previous year
(a)	Region as defined in the programme of the Member State. (b)	Total number of animals existing in the region including eligible herds and non-eligible herds for the programme. (c)	Includes animals tested individually or under bulk level scheme. (d)	Include only animals tested individually, do not include animals tested by bulk level samples (for instance: milk bulk tank tests). (e)	Include all positive animal slaughtered and also the negative animals slaughtered under the programme. (f)	Columns not to be filled in for bluetongue programmes. 
Table C     DATA ON VACCINATION PROGRAMMES
Information on vaccination programme
Region(a)
Animal species
Total Number of herds(b)
Total number of animals
Number of herds in vaccination programme this year
Number of herds vaccinated
Number of animals vaccinated
Number of doses of vaccine administered
Number of adults vaccinated(c)
Number of young animals vaccinated(c)
Number of animals with primary vaccination(d)(initial+booster)
Total
(a)	Region as defined in the programme of the Member State. (b)	Herds or flocks or holdings as appropriate. (c)	For bluetongue programmes distinction between adult and young animals not required.
 Table D     DATA ON STATUS OF HERDS AT THE END OF THE PERIOD
Region(a)
Animal species
Status of herds and animals under the programme(b)
Total number of herds and animals
Not free or not officially free from disease
Free or officially free -disease status 
Free from 
Officially free 
under the programme
Unknown(c)
Last check positive(d)
Last check negative(e)
suspended/withdrawn(f)
disease(g)
from disease(h)
Herds
Animals(i)
Herds
Animals(i)
Herds
Animals(i)
Herds
Animals(i)
Herds
Animals(i)
Herds
Animals(i)
Herds
Animals(i)
Total
(a)	Region as defined in the programme of the Member State. (b)	At the end of the year. (c)	Unknown: No previous checking results available. (d)	Not free and last check positive: Herd checked with at least one positive result in the latest check. (e)	Not free and last check negative: Herd checked with negative results in the latest check but not being Free or Officially Free. (f)	Suspended as defined in Union or national legislation for the respective disease at the end of the reporting period. (g)	Free herd as defined in Union or national legislation for the respective disease. (h)	Officially free herd as defined in Union or national legislation for the respective disease. (i)	Include animals under the programme in the herds with the referred status (left column). 
 Table E   SUSPENSION/WITHDRAWAL OF THE FREE OR OFFICIALLY FREE STATUS
Region(a)
Species
Status
Reason(b)
Number of herds	
Total
(a)         Region as defined in the programme of the Member State.
(b)         Indicate the motive:
– non-negative result in diagnostic test,
– does not fulfil the routine testing frequency,
– entering animals in the herd with insufficient status,
– the disease is suspected,
– other (specify).
 
 Table F     STRATIFIED DATA ON SURVEILLANCE AND LABORATORY TESTS
Region(a)
Animal species/category
Test type
Number of samples
Number of tests
Number of positive tests
Total
(a)	Region as defined in the programme of the Member State. 
TOTALS  Table F
Total number of samples
Total Samplings   
Method of laboratory analysis
Total number of tests
Total SAT test   
Total Complement fixation test
Total ELISA test   
Total Bacteriological test   
Total PCR test   
Total Tuberculin test   
Total Gamma-interferon test   
Total Rose bengal test   
2. Tables for Salmonella monitoring outcome of the year
Number of adult flocks checked (1)
Number of these flocks infected by a target serovar
Incidence
Year Of Implementation
 
(1)         All flocks covered by the national Salmonella programme (including those with less than 250 adult breeders which may also be subject to the programme);
(2)         A flock checked is a flock where samples were taken under the Salmonella national control programme;
(3)         A flock shall no be counted more than once even if it was checked more than once;
(4)         Flocks where at least one target serovar was found. Even if more than one positive sample was found on a flock, it shall be counted only once.
(5)         Each time an official visit is made to take official samples on one flock; if X flocks are sampled on the same holding, X official visits can be counted.For hatcheries, for each flock officially sampled at the hatchery, one visit can be counted. Confirmatory sampling visits shall not be systematically performed (except for positive samples at the hatchery).
(6)         After depopulation of a flock infected by a target Salmonella serovar.
(7)         In accordance with provisions of Reg (EU) No 200/2010 points 2.2.22(b) and (c) of the annex : confirmatory sampling after positive samplings at the hatchery, or in case of suspicion of false positive. 
(10)         See definition in Annex II.B of Regulation (EC) No 2160/2003 
Year Of Implementation
(1)         All holdings covered by the national Salmonella programme (including those with less than 1,000 laying hens which were also subject to the programme);
(2)         A holding/flock checked is a holding/flock where official samples were taken under the Salmonella national control programme;
(2bis) A holding/flock checked is a holding/flock where FBO samples were taken under the Salmonella national control programme;
(3)         A holding/flock shall no be counted more than once even if it was checked more than once;
(4)         Each time an official visit is made to take official samples on one flock; if X flocks are sampled on the same holding, X official visits can be counted.
(4bis)         Point 2.1.(a) of Annex to Regulation (EU) No 517/2011
(5)         Annex D.4.b of Regulation (EC) No 2160/2003
(6)         Point 2.1.(b)(c) and (d) of Annex to Regulation (EU) No 517/2011;
(7)         Point 2.1.(e) of Annex to Regulation (EU) No 517/2011;
(8)         Flocks where at least one target serovar was found. Even if more than one positive sample was found on a flock, it shall be counted only once.
(9)         After depopulation of a flock infected by a target Salmonella serovar.
(10)         See definition in Annex II.B of Regulation (EC) No 2160/2003 
 
Year Of Implementation
 
(1)         All holdings covered by the national Salmonella programme (including those with less than 5,000 broilers which may also be subject to the programme);
(2)         A flock checked is a flock where samples were taken under the Salmonella national control programme;
(3)         A flock shall no be counted more than once even if it was checked more than once;
(4)         Flocks where at least one target serovar was found. Even if more than one positive sample was found on a flock, it shall be counted only once.
(5)         Each time an official visit is made to take official samples on one flock; if X flocks are sampled on the same holding, X official visits can be counted.
(6)         After depopulation of a flock infected by a target Salmonella serovar. 
Year Of Implementation
(1)         All flocks covered by the national Salmonella programme (including those with less than 250 adult breeding turkeys which may also be subject to the programme);
(2)         A flock checked is a flock where samples were taken under the Salmonella national control programme;
(3)         A flock shall no be counted more than once even if it was checked more than once;
(4)         Flocks where at least one target serovar was found. Even if more than one positive sample was found on a flock, it shall be counted only once.
(5)         Each time an official visit is made to take official samples on one flock; if X flocks are sampled on the same holding, X official visits can be counted.For hatcheries, for each flock officially sampled at the hatchery, one visit can be counted. Confirmatory sampling visits shall not be systematically performed (except for positive samples at the hatchery).
(6)         After depopulation of a flock infected by a target Salmonella serovar. 
(7)         In accordance with provisions of Reg (EU) No 200/2010 points 2.2.22(b) and (c) of the annex : confirmatory sampling after positive samplings at the hatchery, or in case of suspicion of false positive.
(10)         See definition in Annex II.B of Regulation (EC) No 2160/2003  
Year Of Implementation
(1)         Number of flocks produced in the holdings with more than 500 fattening turkeys
(2)         All holdings covered by the national Salmonella programme (including those with less than 500 fattening turkeys which may also be subject to the programme);
(3)         Number of flocks produced in the holdings covered by the programme
(4)         A flock checked is a flock where samples were taken under the Salmonella national control programme;
(5)         A flock shall not be counted more than once even if it was checked more than once;
(6)         Flocks where at least one target serovar was found. Even if more than one positive sample was found on a flock, it shall be counted only once.
(7)         Each time an official visit is made to take official samples on one flock; if X flocks are sampled on the same holding, X official visits can be counted.
(8)         After depopulation of a flock infected by a target Salmonella serovar.  
 
Year Of Implementation
No of tests
Laboratory tests on official samples
Breeding flocks
Laying  flocks
Broiler  flocks
Breeding turkey flocks
Fattening turkey flocks
TOTAL
Year Of Implementation
No of flocks in the vaccination programme
No of flocks vaccinated
No of birds vaccinated
No of doses administered
2. Tables for SWINE DISEASES PROGRAMMES   monitoring outcome of the year
 
Table A Disease Surveillance in Domestic Pigs 
Region
Number of clinical examined holdings
Number of farms sampled
Type of farm
Number of animals sampled
Number of farms with serologically positive result
Number of farms with active infection detected
Number of outbreaks
Total
 Table B  :  Disease Surveillance in wild boar/feral pigs 
Region
Type of surveillance
Number of animals tested
Positive
% positive
Number of cases
Total
 Table C  :  Wild boar oral vaccination 
Region/Area
Month
Number of baits
Size of vaccinated area (km2)
Total
 Table D  :  Diagnostic tests and results
Region(c)
Animal population 
Laboratory test used
Number of animals tested
Number of tests carried out
Number of positive result
Comments
Total
ANNEX VI
TECHNICAL REPORT ON RABIES PROGRAMMES
 
Table A1 : Test for the monitoring of vaccination effectiveness
 
Region
Species and age(a)
Type of test(b)
Test description(c)
Number of tests
Number positive
% Positive
Total
(a)	Provide separately results between juvenile and adults and by target species (if more than one). (b)	Serological or presence of biomarker.
 
Table A1 : Totals
 
Region
Size of region (km²)
Number of serological tests
Number of serological tests/100 km²
Number of biomarker tests
Number of biomarker tests/100 km²
Total Country
 
Table A2 : Surveillance tests
Region
Species
Category(d)
Test description(c)
Number of tests
Number of cases
(c)         Name the diagnostic method (e.g. ELISA, PCR, FAT etc.).
(d)         Present surveillance tests on suspected and dead animals (passive surveillance) separately from results on hunted animals (active surveillance).
 
Table B
 
Wildlife oral vaccination
Wildlife oral vaccination
Aerial distribution data files:
         ·         flight routes recorded during the distribution
         ·         bait release data (time and position of each bait released) recorded during the distribution (required only if the total size of the vaccination area for each campaign in the Member State is greater than 20.000 km²)
Description of the analysis performed by the Competent Authority on the aerial distribution data and conclusions of the assessment for the quality of the distribution:
Wildlife oral vaccination
start date of First Campaign 
end date of First Campaign 
start date of Second Campaign 
end date of Second Campaign 
Region/Area
Product used
Number of doses
Size of vaccinated area (km2)
Distribution method
Total
 
Table C
 
Official control of oral vaccines before their distribution
Number of batches distributed:
Number of batches controlled by the CA:
Number of batches rejected
Batch Number
Manufacturer  
Sampling date  
Virus titration result  
Outcome of the titration
2. Tables for TSE monitoring outcome of the year
 Table A
Total positive cases detected during the implementing period
Classical cases
Atypical cases
Unknown
Table B
RAPID TESTS ON BOVINE ANIMALS
Age limit applied (in months)
Number of tests
Total
 
(a) Annex III, A, I, 2.1, 3 and 4 of the TSE regulation
(b) Annex III, A, I, 2.2 of the TSE regulation
(c) Art. 12 of the TSE regulation
(d) Annex X.C.3.1.(a).3rd paragraph of the TSE regulation
 
Table C
RAPID TESTS ON OVINE ANIMALS
Number of tests
Total number of tests
 
(a) Annex III, A, II, 2 of the TSE regulation
(b) Annex III, A, II, 3 of the TSE regulation 
(c) Art. 12 of the TSE regulation
 
Table D
RAPID TESTS ON CAPRINE ANIMALS
Number of tests
Total number of tests
 
(a) Annex III, A, II, 2 of the TSE regulation
(b) Annex III, A, II, 3 of the TSE regulation 
(c) Art. 12 of the TSE regulation
 
Table E
Confirmatory and discriminatory tests
Number of tests
Total number of confirmatory tests
Total number of discriminatory tests
 
(a) Annex X.C.3.1.(a) and (b) of the TSE regulation
(b) Rapid tests used as confirmatory tests shall be included in table A
(c) Annex X.C. 3.2.(a) and (b)  of the TSE regulation
(d) Annex X.C.3.1.(c) of the TSE regulation
(e) Annex X.C.3.2.(c)(i)  of the TSE regulation
 
Table F
Genotyping tests
Number of tests
Total number of tests
 
(a) Annex III.A.II.8.1 of the TSE regulation
(b) Annex III.A.II.8.2 of the TSE regulation
(c) Annex VII.B  of the TSE regulation 
(d) Art. 6a of the TSE regulation
 
Table G
COMPENSATION FOR ANIMALS  In the context of suspicion, control and eradication of TSEs
Animals culled and destroyed
Number of animals compensated
Animals slaughtered
Total Bovine
Total Ovine + Caprine
2.  TECHNICAL IMPLEMENTATION OF THE PROGRAMME ON AVIAN INFLUENZA 
Table A: Poultry Holdings(a) sampled : Serological investigation according to Annex I to Commission Decision 2010/367/EU6
Poultry category(b)
NUTS 2 code (c)
Total number of holdings(d)
Total number of holdings sampled
Number of samples per holding
Total number of samples taken
Methods of laboratory analysis
Total number of tests performed per method
Total
(a)	Holdings or flocks or establishments as appropriate.  (b)	broilers/fattening turkeys/chicken breeders/turkey breeders/laying hens/free range laying hens/ratites/"backyard flocks"/duck breeders/Geese breeders/Fattening ducks/Fattening geese/Farmed game birds (waterfowl)/Farmed game birds (gallinaceous).  (c)	Refers to the location of the holding of origin. In case NUTS (Nomenclature of Territorial Units for Statistics) 2 can not be used, coordinates (long/lat) or region are requested. (d)	Total number of holdings of one category of poultry in concerned NUTS 2 or region.
TOTALS  Table A
Total number of samples
Total Samplings   
Method of laboratory analysis
Total number of tests
Total ELISA   
Total AGID   
Total HI tests (H5) 
Total HI tests (H7) 
Total Virus Isolation test   
Total PCR test   
Table B: WILD BIRDS - Investigation according to the surveillance programme for avian influenza in wild birds set out in Annex II to Decision 2010/367/EU
Additional information on compensation
NUTS 2 code(a)
Total number of wild birds sampled for passive surveillance
Nr of PCR tests done for passive surveillance
Number of virus isolation tests for passive surveillance
Total
(a)	Refers to the place of collection of birds/samples. In case NUTS 2 code cannot be used, coordinates (long/lat) or region, as defined in the programme of the Member State, are requested. 
Table C: Poultry and WILD BIRDS - Number of outbreaks of Avian influenza detected during the year
Domestic birds
Wild birds
IX
REPORT ON FISH DISEASE PROGRAMMES
1. Diseases(a)
1.1 Fish  1.2 Mollusc 1.3 Crustaceans
 (a)         Disease and species if necessary.
2.	General information on the programmes
2.1.         Competent Authority(b)
2.2.         Organization, supervision of all stakeholders involved in the programme (c)
2.3.	Duration of the programme
(b)	A description shall be provided of the structure, competencies, duties and powers of the Competent Authority or Competent Authorities involved. (c)	A description shall be provided of the authorities in charge of the supervision and coordination of the programme and the different operators involved. 
 
3. Data on testing animals
         Member State, Zone or Compartment 
 
Farm or mollusc farming area
Number of samplings
Number of clinical inspections
Water temperature at sampling/Inspection
Species at sampling
Species sampled
Number of animals sampled (total and by species)
Number of tests
Positive results of laboratorial examination
Positive results of clinical inspections
Total
(a)	Member State, zone or compartment as defined in the approved programme. 
 
4. Data on testing farms or farming areas
 
TARGET INDICATORS
Member State, Zone or Compartment(a)
Total number of farms or mollusc farming areas(b)
Total number of farms or mollusc farming areas under the programme
Number of farms or mollusc farming areas checked(c)
Number of positive farms or mollusc farming areas(d)
Number of new positive farms or mollusc farming areas(e)
Number of farms or mollusc farming areas depopulated  
% positive farms or mollusc farming areas depopulated
Animals removed and disposed of (f)
% farms or mollusc farming areas coverage
% positive farms or mollusc farming areas
period farms or mollusc farming areas prevalence
% new positive farms or mollusc farming areas
farms or mollusc farming areas incidence
Total
(a)	Member State, zone or compartment as defined in the approved programme. (b)	Total number of farms or mollusc farming areas existing in the Member State, Zone or Compartment as defined in the approved programme. (c)	Check means to perform a farm/mollusc farming area level test under the programme for the respective disease with the purpose of upgrading the health status of the farm/mollusc farming area. In this column a farm/mollusc farming area should not be counted twice even if has been checked more than once. (d)	Farms or mollusc farming areas with at least one positive animal during the period independent of the number of times the farms or mollusc farming areas has been checked. (e)	Farms or mollusc farming areas which health status in the previous period was, in accordance with Part A of Annex III to Directive 2006/88/EC, category I, category II, category III or category IV and have at least one positive animal in this period. 	In the case of programmes submitted before 1 August 2008, Farms or mollusc farming areas which were not positive to the disease in question in the previous period and have at least one positive animal in this period. (f)	Animals x 1000 or total weight of animals removed and disposed of.
3. FINANCIAL DATA - REIMBURSEMENT CLAIM
VERY IMPORTANT : for financial data, please report only the eligible costs incurred (VAT excluded) i.e. the measures (and their related costs) performed during the implementing year and paid from the State budget before the date of submission of this form.
All costs shall be reported in Euro. If needed, the exchange rate(s) shall be detailed in the dedicated table below.
1(a) Financing based on costs actually incurred
2(a) Financing based on unit costs
Costs Related To
Eligible Measures
Number Of Units (f)
Total cost actually incurred (e)
Ceiling per unit (b)
Total cost after the application of the ceiling
Unit cost(c)
Total(d)
Cofinancing rate (%)
Claimed amount
Total Sampling
Total Testing
Total Vaccination
Total Compensation
Total Slaughtering and Culling Animals
Total Cleaning and Disinfection
Total Delivery
Total Duly Justified Measures
Total Other Measures
TOTAL AMOUNT CLAIMED(f)
For measures with cofinancing based on costs actually incurred: 
- After entering the No of units in column 3,  insert in column 4 the TOTAL COST ACTUALLY INCURRED for the measure (not your calculated unit cost).
- Column 6: if (column 4 / column 3) > column 5, value is (column 3 X column 5); otherwise value is column 4.
For measures with cofinancing based on unit costs: column 8 value is (column 3 X column 7).
Column 10: it is either (column 6 X cofinancing rate), or (column 8 X cofinancing rate).
For "Other measures" in column 1, describe them in column 2, indicate the No of units in column 3 and your unit cost in column 7.
 
(a) For each eligible measure fill-in either column 1 or column 2 in line with the co-funding method specified in the financing decision  (b) Maximum Union financial contribution per unit set in the financing decision (c) Amount of unit cost set in the financing decision (d) The set unit cost at 100% multiplied by the number of units. (e) 7% overhead shall be included (except for compensation) (f) In part 2, all measures performed during the implementing year are reported in the tables. In part 3, only financial information on  measures implemented AND paid from the state budget shall be reported. Logically, No of units in part 3 should be below the No of units of part 2. If this is not the case, explanation shall be given in the textbox below.
Exchange rate table
As indicated in Article 4.3 of Annex I to the Grant Decision, "where the estimated cost or the expenditure of a Member State is in a currency other than the euro, the Member State concerned shall convert it into euro by applying the most recent exchange rate set by the European Central Bank prior to the first day of the month in which the payment requests are submitted by the Member State."  Please indicate below the exchange rate(s) used (value of the currency for € 1):
 
Name and signature of operational director 
Signed declaration  to accompany the final report / payment application
We certify that*:
– the information provided in the final report and payment application of €                       is full, reliable and true, that the declared activities were actually performed and that the cost declared are accurately accounted for and eligible under the provision ofthe Grant Decision No   
– all supporting documents relating to the activities and expenditure are available for inspection, notably to justify the level of compensation for animals;
– the programme was executed in accordance with the relevant Union legislation, in particular the rules on competition, the award of public contracts and state aid;
– no other Union contribution was requested for this programme and all revenue accruing from operations under the programme is declared to the Commission;
– control procedures apply, in particular to verify the accuracy of the amount of activities and expenditure declared, to prevent, detect and correct irregularities.
* this certification concerns only the part of the programme which was performed on the member state territory.
VERY IMPORTANT :  the following declaration shall be printed, filled out, signed by the operational director, scanned and attached to this pdf document which can thereafter be submitted online.
 
If parts of the programme were performed in third countries, the third country/ies competent authorities certified to us for the part(s) of the programme implemented on their territory that:
- the information provided for the final report and payment application is full, reliable and true, and that the declared measures were actually performed and that the costs declared are accurately accounted for and eligible under the provisions of the Grant Decision No
- all supporting documents relating to the measures and expenditure are available for inspection, notably to justify the level of compensation relating to animals; 
- the programme was executed in accordance with the relevant national legislation, in particular, the competition rules, the award of public contracts and State support; 
- no other European Union contribution was requested for this programme and all revenue accruing from operations under the programme had been declared to the Commission; 
- control procedures apply, in particular, to verify the accuracy of the numbers of measures and expenditure declared, in order to prevent, detect and correct irregularities. 
Attachments
IMPORTANT :
 
1) The more files you attach, the longer it takes to upload them . 
2) This attachment files should have one of the format listed here : jpg, jpeg, tiff, tif, xls, xlsx, doc, docx, ppt, pptx, bmp, png, pdf, txt. 
3) The total file size of the attached files should not exceed 2 500Kb (+- 2.5 Mb). You will receive a message while attaching when you try to load too much.
4) IT CAN TAKE SEVERAL MINUTES TO UPLOAD ALL THE ATTACHED FILES. Don't interrupt the uploading by closing the pdf and wait until you have received a Submission Number!
5) Only use letters from a-z and numbers from 1-10 in the attachment names, otherwise the submission of the data will not work.
List of all attachments
Attachment name
File will be saved as (only a-z and 0-9 and -_) :
File size
Total size of attachments : 
Only the following characters of the attached file name will be retained : a-z and 0-9 and - _
Attachments in RED have an attachment extension that is not allowed. Please remove the file, otherwise submission will not work.
The total size of the attachments is more than 5 MB. You should delete some attachments, otherwise submission won't work.
2017 1.05 RO
sante-bi@ec.europa.eu
Geert  Serneels
Reporting Requirements For Union Co-Financed Veterinary Programmes
12.04.2014
2015.02.10
1.05 RO
Contact data : no data binding, report = RO, AnnexX + sheets below = hidden
1.05
datafield of totals from numeric to decimal
1.03
*no unit cost and no ceiling : cost table : cell6 = ""
*measures in cost table without fix unit cost nor ceiling correctly calculated
*Totals in costtable added : TotalCleaningDisinfection/TotalCullingAnimals/TotalDulyJustifiedMeasures/TotalDelivery
*Cossttablefunctions2 functions updated
* exchange rate : BIR to BIN
1.02
disease long names to short :  bluetongue, ai, melitensis
1.01
script updates in programme year and totals calculation of AI
1.0

0.04
bluetongue : extra field for nr of samples
0.03
totals tables for table F tuberculosis/...
0.02
calculation in cost tabel for non ceiling/unit cost
0.01 2017
decision nrs for declaration updated
ai extra column in tableA+ totals table per category
tuberc/bruc/melitens/bluetongue : totas table per cat for tableF
1.08
reporting period corrected from 1-6-2016>31/12/2016
1.06-1.07
updates in xml (salmonella tablesII,...), PT aores to azores
1.05
rabies : 2 lines for dates : validation script moved to exit event
addattachment function in SOAP page replaced by one of EURL
rabies : 2 lines for dates : 2nd line not mandatory + validation script updated
debugged xml (eligiblecost>> solved)
updated xml for adding exchange rates for the right countries
1.02
country and disease in header
textual update on first page and in info of cost table
1.01
declaration page layout updated+ decision nbrs updated to 2016
cost table column widths finetuned
1.0
PROD
0.14
update in techannexV table D title for pedro
0.13
updated importfile with all values for unit costs in X
0.12
check on attached file extensions at submission
0.11
password security reactivated
0.10
updated importfile for rabies : </Technical>
0.09
PROD ACC testing
0.08
reporting period calculation script
extra xml column in cost table
0.06
submit all xml in importfile.txt and fill all the mandatory fields with 1 to do testsubmissions
0.05
formula for annexX Cell10
0.04
cleanup of calc script for annexX
0.03
refline+costcode in costtable+ updated calc script for cell10
0.02
replace exit event with calculation event
submission date format update
0.01 2016
updated xsd
update dates
1.07
typo update : footnote (b) of table E should refer to Table B (not to Table A).
1.05 and 1.06
updates made for SVD but not in this pdf
1.04 (copy of 1.02)
TableB 2nd line is not summed in total : solved
1.03
no sumbission
1.02
no changes in pdf, only updated importdata.txt xml file with data per MS
1.01
country codes updated in SAAS2 function : UK, SI, EL
passwords for BG/HR added
submission without declaration solved
1.0 
title : test deleted
SAAS real password put active
prod url xmlgate active (2)
submission : message test submission deleted
0.2.65
updates salmo + tables2 : textbox unmodifiable
0.2.64
rabies/AI, TSE, salmo update
0.2.63
ACC version of 0.2.62
0.2.62
little updates for brucellosis/melitensis nicolais
0.2.61
little updates pig disease
0.2.60
updates for rabies (12/2/16 pedro)
0.2.59
costtalbe costtablefunction2 function updated (disease names)
0.2.58
only new import.txt file attached
0.2.57
attachment tool : extension in big letters issue solved
tuberculose tableB total calulation updates
0.2.56
update in ext for exchange rate christian
0.2.55
password update : BG and EL, LI added
text exchange rate christian
ruben : financial table number behind comma rounding, co financing rates check
0.2.54
ACC version with updated importFile.txt (update xml for salmonella and for 1.1 and 2.1 for TSE)
0.2.53
bluetongue cell 4 : total formula correction
new instruction at beginning of pdf
acceptance version : limited submission
0.2.52
exchangerates format updated for noelia
0.2.51
PROD version of 50
0.2.50
eu background first page moved left
development for deleting importFile.txt/cell country+disease readOnly
0.2.49
submission date correctly uploaded
Countrylist :  GB replaced by UK
0.2.48
xslt added to pdf : IdentityTransform.xsl
0.2.47
country : greece <> GR but EL
take subform out of annexX/eligible cost table to make cells autofill
0.2.46
updates bernardo test salmo
0.2.45 
little updates requested by all vets at 28/1/16
0.2.44
little updates with christian + exchange rates + importFile.txt with all xml working
0.2.43
xml in file upload 
0.2.42
xml in textbox upload  javascript development
0.2.41
extra line in annexX forecast for swine disease other measures + rabies updates
TSE updates 21/1
salmo updates 22/1
0.2.40
swine diseases updates
0.2.39
updates TSE req christian 14/1
0.2.38
brucellosis/tuberculosis updates
0.2.37
Bluetongue updates
0.2.36
TSE updates
0.2.35
updates of christian 7/1/15 : little updates to salmo + 1st page and declaration
0.2.34
updates of christian 5/1/16 (salmo)
0.2.33
updates for avian (see mail nicolas 21/12/15)
0.2.32
rabies added
0.2.31
avian  from java cript to  formcalc report.techAnnexVIII.techPartI.TableB.TableB.total.Cell3::calculate - (FormCalc, client)
0.2.30
salmo completed
0.2.29
Technical table salmo added
new Salmo annex 4 tables added
0.2.28
cost table copied from intermediate report + code
declaration updated
0.2.27
little updates based on christian input 10/12/15
0.2.26
xsd name change : EradicationFinalReport2015.xsd
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