Review of literature for 305423 and 305423x40-3-2gbeans in the
scope of their authorisations for food and feed useimport and
processing in the EU (2019 update)

PHI-R102-Y19

© 2019 Pioneer Hi-Bred International, Inc., All Rights Reserved.

This document is protected by copyright law andeurftt. 31 of Regulation (EC) No 1829/2003. Thizdment and material is for use only

by the regulatory authority for the purpose thas isubmitted by Pioneer Hi-Bred International,.Jmmember of Corteva Agriscience group
of companies (“Pioneer”), its affiliates, or itsénsees and only with the explicit consent of ReonExcept in accordance with law, any other
use of this material, without prior written cons@fitPioneer, is strictly prohibited. The intelleatyroperty, information, and materials

described in or accompanying this document arer@iapy to Pioneer. By submitting this documengri@ier does not grant any party or entity
not authorized by Pioneer any right or licensenwibformation or intellectual property describadtis document.



305423 and 305423x40-3-2 soybean literature sagrdhte in the frame of 2019 annual monitoring repor

Page 2 of 22
Table of contents
L. SUMMARY .ottt emee ettt ettt ettt ettt ettt re et et et ntere et et et e e eaearens 3
2. ELIGIBILITY/INCLUSION CRITERIA ....ccootieiteemeee ettt 3
3. CONFIRMATION OF THE SUITABILITY OF THE SEARCH STRIBS .........cccovevvireeenenns 4
3.1. ELECTRONIC BIBLIOGRAPHIC DATABASES........citmeeeieeteeeteee ettt esnnes 4
3.2. WEB OF SCIENCE SEARCH ENGINE ...........coetmmmmeeteeeeeieieeeeeeeeea et seseensse s, 6
3.3. CONCLUSIONS OF THE SUITABILITY OF THE SEARCH STRATEY .......ccoveveueevereane. 6
4.,  RESULTS OF THE LITERATURE SEARCH EXERCISE ....cccoviveieeeeecteceeeeeee e, 7
5. CONGCLUSION .....coiiiieteeee ettt ettt ettt ettt et se et e et et eaeesessesesteeteetenseseeteeeenes 9
o ] = N T = R 9
APPENDIX 1. DETAILED SEARCH SYNTAXES FOR THE AUTHARED SOYBEANS.......... 10

APPENDIX 2. ENTRIES RETRIEVED BY THE PERFORMED SEEGRES TO
LITERATURE DATABASES FOR THE AUTHORISED SOYBEANS WHIN THE

INDICATED SEARCH PERIOD .....ccoiiiiiiiieeeietmmmm et eeeeeeeeeeeeeeeeeseeessessnennsesnnneeneeeeeeeeeeeees 13

APPENDIX 3. PUBLICATIONS SCREENED FOR RELEVANCE BED ON THE FULL



305423 and 305423x40-3-2 soybean literature sagrdhte in the frame of 2019 annual monitoring repor
Page 3 of 22

1. Summary

An updated systematic search and review of peeewed literature in line with the EFSA
Guidance on conducting a systematic review (EFS#,02 and taking into account the
explanatory note on literature searching (EFSA,920Was conducted with the following
review question “Does 305423 soybean or 305423-8-20soybean and derived food/feed
products, or the intended traits (the newly exgdgsoteins or their combination) have adverse
effects on human and animal health and the envieoiin the scope of their authorisation?”.

The review question and the search procedure tatokaiccount the product and scope of the
authorisation (i.e., authorisation for import ink@ EU of food and feed containing, consisting
of, or produced from 305423 or 305423x40-3-2 sogband the objectives of the studies (i.e.,
assessment of potential adverse effects on huntharamal health and the environment of the
genetically modified food and feed containing, ¢stisg of or produced from 305423 or
305423x40-3-2 soybeans). The systematic searchespeeformed according to the relevant
parts of the EFSA guidance on the application steayatic review methodology to food and
feed safety assessments (EFSA, 2010). The fundahpeiriciples followed in this study were
(1) methodological rigour and coherence in theigetd and selection of studies; (2)
transparency; and (3) reproducibility. Each seasdd a procedure that was developediori.

The systematic search and review of studies pulish the scientific literature followed a
tiered approach that included: (i) a systematarditure search, (ii) a screening of the retrieved
records for relevance to the review question, @nda(thorough analysis of potential studies
that were considered relevant, if any.

The current systematic search complements thelsssapreviously performed in 2018. Unless
outlined below, all portions of the search were dzarted according to the methodologies
outlined in the previous searches.

The outcome of this analysis showed that no neviigaitons relevant for the review question
were identified during the selected time period.ddéety concerns were identified for 305423
soybean nor 305423x40-3-2 soybean by this litegead@arch exercise.

2.  Eligibility/inclusion criteria

Search outputs were manually screened for relevimabe review question: “Does 305423
soybean or 305423 x 40-3-2 soybean and derivedfxtiproducts, or the intended traits (the
newly expressed protein(s) or their combinatiomyenadverse effects on human and animal
health and the environment in the scope of thein@isation?”. The systematic search uses
priori determined eligibility/inclusion criteria indicaten Table 1.



305423 and 305423x40-3-2 soybean literature sagrdhte in the frame of 2019 annual monitoring repor

Page 4 of 22

Table 1: Eligibility/inclusion criteria to establish the elance of retrieved publications based

on the review question

Concept

Criteria

Population (taking into
account scope of
application)

Addressing human and animal health, and/or the@mvient relevant for
the scope of the authorisation.

The pathways and level of exposure to the GMOyddrfood/feed
products, and the intended traits addressed isttltly (as assessed under
thelntervention/exposure part) are relevant for thended uses of the
GMO and derived food/feed products under regulateview (e.g. in case
of an import application, efficacy of the trait®&gp susceptibility, etc. are
not considered relevant).

I ntervention/exposure

305423, 305423x40-3-2 soybeans and derived foatiffeeducts, and/or
the intended traits (newly expressed protein($heir combination).

I ntervention/exposure
Plant species

In case of studies using GM plants, only studiésgusoybean are
considered eligible. This criterion is not employedstudies regarding
the newly expressed proteins.

I ntervention/exposure
Source organism of the
protein

In case of publications using the protein of ins&renly publications with
the protein from the specific source organism tdiconsidered eligible.

Comparator If the study is a comparative study that uses plaaterial as test material,
eligible publications must report a non-GM variety.
Outcomes Effects/impacts on human and animal health, artb®environment are

addressed.

Publications addressing other issues such as k& reftio-economics,
ethics, crop protection, detection methods, efficacblic perception and
risk communication are to be excluded using thigigon, as they are not
relevant to the risk assessment of GMOs.

Reporting format

Original/primary data are presented in the studhys permits the
exclusion of publications that do not present odfiprimary data (e.g.,
reviews, editorial, position papers).

However, risk assessments from relevant risk assagsodies
(excluding EFSA) will not be excluded.

3. Confirmation of the Suitability of the Search Strings

The previous search strategies were analyzed toretisat the original search terms were
still relevant in the current search engine (désctiin Section 3.2 below).

3.1. Electronic bibliographic databases

Due to changes in subscriptions to electronic bgshphic databases, updated descriptions

are provided below.
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Web of Science Core collectioh

Web of Science Core collectias one of the largest citation databases availatite over
1.5 billion cited reference connections indexedrfrbigh quality peer reviewed journals,
books and proceedings'Each cited reference is meticulously indexed taienthat it is
searchable and attributes credit to the appropripteélicatiori. 3

CABI's CAB Abstract® and Global Healff

CAB Abstracts gives you instant access to ovem8llBon recorc?, with over 350,000
abstracts added each year. Covering publicatioosifover 120 countries in 50 languages,
including a number of niche, independent journ&#B Abstracts gives you the fullest
global picture for any subje€tThis database also includes local publications.

Global Health gives researchers and students urjpeeal access to all the world’s relevant
public health research and practice — providing Wiedge without borders. More than 3.3
million records, dedicated to public health, withil ftext hosted for over 100,000 articles
including 375 CABI book chapters, over 160 reviénwsn CABI's very own eJournal CAB
Reviews and over 500 news items from 2014 — 2048.déntent added each wéek.

MEDLINE®

MEDLINE is the U.S. National Library of Medicine®l(M) premier bibliographic database

that contains more than 25 million references tarjal articles in life sciences with a
concentration on biomedicine. A distinctive featif® EDLINE is that the records are indexed
with NLM Medical Subject Headings (MeSH®). MEDLINE the online counterpart to

MEDLARS® (MEDical Literature Analysis and Retrie\@stem) that originated in 1964.
MEDLINE is the primary component of PubMed®.

The WoS search engine can access one or more sesatigpending on your subscription. Web
of Science Core collectiaa an interdisciplinary database covering all scesnincluding life,
physical, health and social sciences which is wgatiah a daily basis including with articles in-
press. CABI covers agriculture, environment, applife sciences, veterinary sciences, applied
economics, food science and nutrition. The sulgeope of MEDLINE is biomedicine and
health, broadly defined to encompass those aredleolife sciences, behavioral sciences,
chemical sciences, and bioengineering needed bihh@afessionals and others engaged in
basic research and clinical care, public healthlthgolicy development, or related educational
activities.

The WoS search interfaces feature advanced seatobn® which include the use of
complex search syntaxes. In addition, Europe PMEC pi@viously described for 2018
searches) was used to complement the searches @dat#iibase allows full text searching of
publications stored at Europe PMC.

1 Web of Sciencis a trademark oElarivate Analytics
2 https://clarivate.com/products/web-of-science/weigsce-form/web-science-core-collectiphast accessed 14
November 2019
3 https://clarivate.com/wp-content/uploads/2017/06/f6ae-3cc2-4186-8985-
abecc8ccelee Crv_WoS Upsell Factbook A4 FA LR_editd pst accessed 14 November 2019
4 CABI, CAB AbstractsandGlobal Healthare trademarks d&.A.B. International
5 Figures as of September 2019
6 As defined byCAB; https://www.cabi.org/publishing-products/cab-abstish Last accessed 14 November 2019
" Figures as of September 2019
8As defined by CABhttps://www.cabi.org/publishing-products/global-tieh Last accessed 14 November 2019
9 MEDLINE is a trademark dfl.S. National Library of Medicine
10 hitps://www.nlm.nih.gov/bsd/medline.htntlast accessed 14 November 2019
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Therefore, it was confirmed that the combinatiorthefse sources allows having a broad
coveragef publications related to GMO risk assessment.

3.2. Web of Science Search Engine

The Web of Science Core Collection, CABI (CAB Alastis and Global Health), and
MEDLINE databases were accessed using the Webieh&csearch engine by Clarivate
Analytics (referred to as WoS search engine). $esyotaxes were fine-tuned taking into
account the specificities of the WoS search engine:

— Preference is given for using a dash (“-*) as the@S/g¢earch will recognise it as either
a dash, a space or a comma. When a dash is utiligedation marks around the
connected terms are no longer needed (e.g., "gidypéaced by gm-hra will retrieve
both gm hra and gm-hra), except if there is undddemmatisation of the first part of
the term.

— Lemmatisation is utilized in the WoS search engine as thus, terms were evaluated to
determine if it was most appropriate to use truocawith a wildcard symbol or to utilize
the root word and the lemmatisation feature. F@ngxe, using the root term Stack
returns results that also include the terms statksking, stacked. However, searching
for the truncated term Stack* returns additionauits that are not associated with the
stack word, such as the Stackelberg model.

The different abstracting literature databaseseaaeched individually using the WoS search
engine in order to access all of the relevant $ielche employed search interfaces are used
in a way so that each is searched more broadly ttheanitle and abstract, also searching
keywords (including indexing keywords, where apgiie). For example, the topic search
(TS) searches the following fields:

- Web of Science Core collection: Title; Abstract;thor Keywords; Keywords P&

— CABI: Abstract; BHTD Crital Abstract; Broad Desdaps; CABICODES Names;
Descriptors; English Title; Foreign Title; Geographocation; Identifiers; Organism
Descriptors?

— MEDLINE: Title; Vernacular Title; Abstract; Otherb&tract; MeSH Terms; Keyword
List; Chemical; Gene Symbol; Personal Name Subfgu#ce Flight Missiofd

In CABI, indexing terms are included in the Destoipfields of the record and can be
searched for utilising the topic search as desdrédimve. Web of Science Core collection
does not utilize controlled vocabulary or thesateusis, therefore no further additions were
made to the developed search stiing

It was observed that the symbol @ used in the OkdeDtifier is sometimes replaced by
empty-set, circle-divide, or < 0 > and thereforis thas considered in the fine-tuning of the
search strings (Appendix 1).

3.3. Conclusions of the suitability of the search stratgy

Introduced updates were for consistency or totfine the syntaxes to the databases queried.
It was confirmed that searches on the single ewentd find results on the stack event. In

11 http://images.webofknowledge.com/WOKRS532JR5/help/W®Sopic.html Last accessed 14 November2019

12 hitp://images.webofknowledge.com/WOKRS532JR5/help/CAS Ifopic.html Last accessed 14 November2019

13 hitp://images.webofknowledge.com/WOKRS532JR5/help/MEE/hs_topic.htm] Last accessed 14 November2019

14 https://support.clarivate.com/Scientificand AcadeRR@search/s/article/Web-of-Science-Core-Collectian-N
controlled-vocabulary-or-thesaurus-in-assigningiscisterms?language=en_US
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addition, specific terms for the stack were adaeithié search strings when those terms were
not already covered by single event terms. As fiaated searches are as sensitive and not
more specific than the previous searches, no additivalidation was conducted.

4. Results of the literature search exercise

In December 2019, searches against electronimbitalphic databases and manual searches in
view of screening of reference lists were perfornidwe search process is reported in line with
EFSA guidance (EFSA, 2010 Appendix B4(2)) in Tahle

Table 2. Documenting and reporting the search process

Number
Resources Date of search | Period searched* Other restrictions of records

retrieved
Web of Science | 11 Dec 2019 | 2018-11 Dec 2019 None 38
Core collectio®
CABI® 11 Dec 2019 | 2018-11 Dec 2019 None 24
MEDLINE?® 11 Dec 2019 2018-11 Dec 2019 None 18
Europe PME 11 Dec 2019 | 2018-11 Dec 2019 None 8
Screening 17 Dec 2019 | - 2018-17 Dec 2012 0**
reference lisf’

% A justification for choosing these search inteefsidatabases is provided in Section 3.1. The catibimof these
sources allows having a broad coverage of pubtinatielated to GMO risk assessment.

"No risk assessment opinions of the identified raiguiy organisations concerning food and feed safetgssment

specific to 305423 and 305423x40-3-2 soybeansangreviews specifically addressing the safetyGE423 or

305423x40-3-2 soybeans were identified within thlected literature search period.

§ The time period was applied post-hoc.

** Number of records screened on full text.

The publications retrieved across all methods afdeng (Web of Science Core collection,
CABI, Medline, Europe PMC, and screening of refeeelists) can be found in Appendix 2.
In the framework of the reference list screeningrese, no detailed risk assessments
regarding 305423 or 305423x40-3-2 soybeans noreuigws were retrieved that contained
information on food and feed safety. Consideringf tho opinions were published within
the selected time period no further screening vea®pmed.

The publications grouped in the Endnote® libraryengeduplicated. Publications retrieved
by the previous searches conducted in the franmbkeo2018 annual monitoring report for
305423 and 305423x40-3-2 soybeans were also ren{seedAppendix 2, Section 6). The
results of the publication selection process aesgmted in Table 3.
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Table 3.Results of the publication selection processtterreview question

Review question: ‘Does 305423 soybean or 305423 x 40-3-2 soybean an
derived food/feed products, or the intended ti@its newly expressed Number of
protein(s) or their combination), have adversea$f®n human and animal| records
health and the environment in the scope of thelmaisatiorr”

Total number of publications retrieved after alusdes of the scientific literature
(excluding duplicates and publications retrievedti®y/previous searches conducted 38
in the frame of the 2018 monitoring reports)
Number of publications excluded from the searchltesifter rapid assessment for
relevance based on title and abstract

Total number of full-text documents assessed inidet 4
Number of publications excluded from further coesadion after detailed

34

assessment for relevance based on full text 4
Total number of unobtainable/unclear publications 0
Total number of relevant publications 0

The 38 unique entries present in the Endnote ds¢adable 3) were manually screened for
relevance to the review question by two independewiewers using the a priori
eligibility/inclusion criteria described in Table 1

Entries that are deemed to be irrelevant basedlefabstract were not further retained. In
cases where the title/abstract did not containigefft information, the publication was
assessed for relevance at the level of the futl & listed in Appendix 3). The reason for
excluding a result from the second screening isic@nted and a justification for not further
assessing a reference is provided in Table 3.2peAdix 3.

No publications were considered relevant (see Agpen3, Table 3.1). No
unobtainable/unclear publications were identifisele( Appendix 3, Table 3.3).
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5. Conclusion

No publications were identified as relevant for thelecular characterisation, food/feed and
environmental safety of 305423 soybean or 305423-8-2 soybean within the scope of the
authorisations for the defined time period. No saé®ncerns have been identified for 305423
or 305423 x 40-3-2 soybeaby this literature search exercise.

References
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EFSA, 2019 Explanatory note on literature searching conduéte the context of GMO
applications for (renewed) market authorisation andual post-market environmental
monitoring reports on GMOs authorised in the EUkaaEFSA supporting publication
2019:EN-1614. [62 pp.].



305423 and 305423x40-3-2 soybean literature sagrdhte in the frame of 2019 annual monitoring repor
Page 10 of 22

Appendix 1. Detailed search syntaxes for 305423 ai305423 x 40-3-2 soybeans
Web of Science Core collection

Search Part Search Syntax
Event TS=(325423* OR 3-circle-divide-5423* OR 3empty-g&t3* OR
#1 305423* OR dp305423* OR dp3@5423* OR dp3-circleiatv5423*

OR dp3empt-set5423* OR plenisl)

Stack TS=(*DP-3@5423-1XMON-@4@32-6* OR *DP-3-circle-divaeb423-
#2 1XxMON-circle-divide-4-circle-divide-32-6* OR *DP-3apty-set5423-

1XMON-empty-setdempty-set32-6* OR *305423x40-3-R O

*305423x4(-3-2* OR Plenish*

#3 #1 OR #2
Proteins  [TS=((gm-fad2 OR gmfad2 OR gm-hra OR gmhra OR Ghximax-HRA
#4 OR fad2 OR fatty-acid-desaturase-2-1 OR omegaig-&atid-desaturase

OR (hra AND acetolactate-synthase)) AND (soy* ORS®R glycine
OR Rnai OR rna-interference OR siRNA OR small-RNR &ilencing
OR double-stranded-rna OR dsrna OR (((herbicid* AfgBnetical*
NEAR/3 modif*)) OR GMHT) AND (crop OR plant OR fdcdOR feed)]
OR gmo OR gmos OR Imo OR Imos OR gm OR ge OR stack)
Traits TS=(((high NEAR/1 oleic) OR (oleic NEAR/1 acid) GRI*onylurea*

#5 OR ALS-inhibiting-herbicide*) AND (toler* OR resisOR protec* OR
Rnai OR rna-interference OR siRNA OR small-RNA Oiflencing OR
double-stranded-rna OR dsrna) AND (soy* OR soja* Gligcine OR
max) AND (gmo OR gmos OR Imo OR Imos OR living-nfati OR
transgen* OR GMHT OR ((GM OR GE OR genetic*) NEAR/Bodif*
OR transform* OR manipulat* OR engineer* OR stak))

#6 #3 OR #4 OR #
Reporting Perio{ PY=(201¢2100
#Hi
Final Results | #6 AND #7
#8
CABI
Search Part Search Syntax
Event TS=(395423* OR 3<0>5423* OR 305423* OR dp305423* OR
#1 dp395423* OR dp3<0>5423* OR pleniy)
Stack TS=(*DP-3@5423-1XxMON-@34@32-6* OR *DP-3-circle-divaeb423-
#2 1XMON-circle-divide-4-circle-divide-32-6* OR *DP-3epty-set5423-

1XMON-empty-setdempty-set32-6* OR *305423x40-3-R O
*3@05423x4(-3-2* OR Plenish*
#3 #1 OR #2
Proteins  [TS=((gm-fad2 OR gmfad2 OR gm-hra OR gmhra OR Ghxirax-HRA
#4 OR fad2 OR fatty-acid-desaturase-2-1 OR omegaig-&atid-desaturase

A\1%4
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OR (hra AND acetolactate-synthase)) AND (soy* ORS®R glycine
OR Rnai OR rna-interference OR siRNA OR small-RNR 8ilencing
OR double-stranded-rna OR dsrna OR (((herbicid* AfdBnetical*
NEAR/3 modif*)) OR GMHT) AND (crop OR plant OR fdoOR feed)]
OR Imo OR Imos OR ge OR "genetically engineeredl$6®R stack))
Traits TS=(((high NEAR/1 oleic) OR (oleic NEAR/1 acid) GRI*onylurea*
#5 OR ALS-inhibiting-herbicide*) AND (toler* OR resisOR protec* OR
Rnai OR rna-interference OR siRNA OR small-RNA Oiflencing OR
double-stranded-rna OR dsrna) AND (soy* OR soja* Gligcine OR
max) AND (GMHT OR transgen* OR engineer* OR Imdmios OR ge
OR manipulat* OR transform* OR stack OR "genetigahgineered

foods"))

#6 #3 OR #4 OR #

Reporting Perio{ PY=(201¢-2100
#7

Final Results | #6 AND #7
#8
MEDLINE
Search Part Search Syntax

Event TS=(395423* OR 305423* OR dp305423* OR dp3¢5423*@aRish*

#1
Stack TS=(*DP-3@5423-1XMON-@4@32-6* OR *305423x40-3-2* OR
#2 *305423x4(-3-2* OR Plenish*
#3 #1 OR #2
Proteins  [TS=((gm-fad2 OR gmfad2 OR gm-hra OR gmhra OR Ghximax-HRA
#4 OR fad2 OR fatty-acid-desaturase-2-1 OR omegaig-&atid-desaturase

OR (hra AND acetolactate-synthase)) AND (soy* ORs®R glycine
OR Rnai OR rna-interference OR siRNA OR small-RNR 8&ilencing
OR double-stranded-rna OR dsrna OR (((herbicid* AfgBnetical*
NEAR/3 modif*)) OR GMHT) AND (crop OR plant OR fdcdOR feed)]
OR Imo OR Imos OR ge OR "Food, Genetically Modifi@R stack))
Traits TS=(((high NEAR/1 oleic) OR (oleic NEAR/1 acid) GRI*onylurea*

#5 OR ALS-inhibiting-herbicide*) AND (toler* OR resisOR protec* OR
Rnai OR rna-interference OR siRNA OR small-RNA Offlencing OR
double-stranded-rna OR dsrna) AND (soy* OR soja* Gligcine OR
max) AND (GMHT OR transgen* OR engineer* OR Imdmios OR ge
OR manipulat* OR transform* OR stack OR "Food, Geradly
Modified"))

#6 #3 OR #4 OR #
Reporting Perio{ PY=(201¢2100
#7

Final Results | #6 AND #7
#8
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Europe PMC
(plenish OR 305423x40-3-2 OR dp305423 OR dp3g5R305423 OR 3@5423) AND
(FIRST_PDATE:[2018-01-01 TO 2100-12-31])
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Appendix 2. Entries retrieved by the performed searhes to literature databases for
305423 and 305423 x 40-3-2 soybeans within the iodied search period

Note: the numbering of the references in the diffikrappendixes is independent of each other (ecgrtain
reference might be called EFSA 2018a in one apperdi EFSA 2018b in another)

1. Entries retrieved using Web of Science Core collgoin

2019. 46th ESAO Congress 3-7 September 2019 Hanndsermany Abstracts.
International Journal of Artificial Organs 42, 3884.

Abe K, Araki E, Suzuki Y, Toki S and Saika H, 20P8oduction of high oleic/low linoleic
rice by genome editing. Plant Physiology and Biocis¢ry 131, 58-62.

Al Amin N, Ahmad N, Wu N, Fu XM, Wang N, Bo XX, M& and Wang PW, 2018. AN
EFFICIENT TRANSIENT ASSAY FOR CRISPR CAS9 SYSTEM DEERING
TARGETED MUTATION USING SYNTHETIC OLIGO SgRNA IN SOBEAN
(GLYCINE MAX). Pakistan Journal of Botany 50, 222330.

al Amin N, Ahmad N, Wu N, Pu XM, Ma T, Du YY, Bo XX¥ang N, Sharif R and Wang
PW, 2019. CRISPR-Cas9 mediated targeted disrugifoRAD2-2 microsomal
omega-6 desaturase in soybean (Glycine max.L). Bimtechnology 19, 10.

Alt D, Ng SJ, Grusenmeyer J and Lindsey LE, 20H&dSYield and Quality of Transgenic
High-Oleic and Conventional Soybean as Influenced Hwoliar Manganese
Application. Crop Science 58, 874-879.

Anderson J, Lakhssassi N, Kantartzi SK and Mekser@048. Nonhypothesis Analysis of
a Mutagenic Soybean (Glycine max L. ) Population Pootein and Fatty-Acid
Composition. Journal of the American Oil Chemistgi8ty 95, 461-471.

Bai SY, Engelen S, Denolf P, Wallis JG, Lynch K,nB&ssonl JD, Van Thournout M,
Haesendonckx B and Browse J, 2019. Identificatemgracterization and field
testing of Brassica napus mutants producing higicadils. Plant Journal 98, 33-
41.

Bonawitz ND, Ainley WM, Itaya A, Chennareddy SR¢cék T, Effinger K, Jiang K, Mall
TK, Marri PR, Samue JP, Sardesai N, Simpson M, df8kO, Sarria R, Webb SR,
Gonzalez DO, Simmonds DH and Pareddy DR, 2019. Zimger nuclease-
mediated targeting of multiple transgenes to arogadous soybean genomic locus
via non-homologous end joining. Plant Biotechnoldgyrnal 17, 750-761.

Bruno L, Picardi E, Pacenza M, Chiappetta A, Mutdzagliardi O, Muzzalupo |, Pesole
G and Bitonti MB, 2019. Changes in gene expressiod metabolic profile of
drupes of Olea europaea L. cv Carolea in relabandturation stage and cultivation
area. Bmc Plant Biology 19, 17.

Bueno RD, God P, Prata 10, Pereira PHS, TeixeiraPddvesan ND and de Barra EG,
2018. Association of candidate genes for fatty ac@htent in soybean by
temperature-switch PCR (TSP) genotyping. Crop Brepdand Applied
Biotechnology 18, 244-251.

Combs R and Bilyeu K, 2019. Novel alleles of FADR-hduce high levels of oleic acid
in soybean oil. Molecular Breeding 39, 11.

Darr L, Cunicelli M, Bhandari H, Bilyeu K, Chen Hewezi T, Li ZL, Sams C and
Pantalone V, Field Performance of High Oleic Soyiseaith Mutant FAD2-1A and
FAD2-1B Genes in Tennessee. Journal of the Amef@agGhemists Society 8.

Do PT, Nguyen CX, Bui HT, Tran LTN, Stacey G, GidmJD, Zhang ZYJ and Stacey
MG, 2019. Demonstration of highly efficient dualgdR CRISPR/Cas9 editing of
the homeologous GmFAD2-1A and GmFAD2-1B genes étdya high oleic, low
linoleic and alpha-linolenic acid phenotype in segh. Bmc Plant Biology 19, 14.

Du C, ChenYY, Wang K, Yang Z, Zhao CZ, Jia QL, lbaypC and Zhang M, 2019. Strong
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Appendix 3. Publications screened for relevance bad on the full text

Table 3.1.Report of all relevant publications retrieved aftietailed assessment of full-text
documents for relevance

Category of information/ | Reference (Author, year, title, source)

data requirement(s)

None

Not applicable

Table 3.2.Report of publications excluded from the risk asggent after detailed assessment

of full-text documents

Reference (Author, year, title, source)

Reason(s) for exclusion based on
eligibility/inclusion criteria listed
in Table 2 of the previous
literature search report (2017)

Deol P, Valdez M, Yang E-W, Deans J, Ho C, Kozl&s
Evans J, Valdez J, Richardson H, Kyaw T, Jiangddeék
F and Curras-Collazo M, 2019. SUN-101 Dysregula
of Hypothalamic Gene Expression by Soybean OilD
in Mice. Journal of the Endocrine Societ

Reporting format (Only Abstract is
available - not primary research)
lion

iet

Woyann LG, Meira D, Zdziarski AD, Matei G, MilioAS,
Rosa AC, Madella LA and Benin G, 2019. Multipletr
selection of soybean for biodiesel production iz
Industrial Crops and Products 140, 7.

Intervention/Exposure (Not on
a305423 or 305423x40-3-2 soybear

Xia YM, Chen FS, Liu KL, Zhang LF, Duan XJ, ZhangXd
Zhu ZY, 2019. Compositional differences betwe
conventional Chinese and genetically modified Rayn
Ready soybeans. Crop & Pasture Science 70, 526-5:

Intervention/Exposure (Not on
2e805423x40-3-2 soybean)

d
34,

1S)

Zhang S, Ao X and Kim IH, 2019. Effects of non-gecedly
and genetically modified organism (maize-soybeade)
on growth performance, nutrient digestibility, css
weight, and meat quality of broiler chicken. Asié
Australasian journal of animal sciences 32, 849-855

Intervention/Exposure (Not on
d305423 or 305423x40-3-2 soybeal

AN-

)

Table 3.3.Report of unobtainable/unclear publication

S

Reference (Author, year, title, source)

Description of (unsuccessful) methods
used to try to obtain a copy of the
publication

None

Not applicable

16 The authors compared conventional soybean andsRlsaybean

oil diets and did not report any déffees.



