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Overview of the 2017-
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West to East spread jﬁ
 linear regression; P<0.001




Maximum reported intensity across the
Region, 2017-2018 season*

*Minimum of one week reported at this level over the season
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_ 2017/18 2016/17 2015/16 2014/15

Start of season Week 48 Week 46 Week 51 Week 51

Duration of virus 14 Weeks 9 weeks 11 weeks 11 weeks
circulation >40%



Distribution of start and peak weeks based on ;@ (%) ki
sentinel specimens positive for influenza viruses, B e T
2017-2018 season

Peak Week* | |

Start Week** : |

40 45 50 3 8 13 18
Week no.

*highest % positivity after a start week & minimum of 10 specimens
** first of two successive weeks with at least 10% positivity and 10 specimens




Dominant influenza virus type from sentinel @B, (&) Word veaith
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Dominant virus type (sentinel detections)

- <10 detections

Dominant Number f countries
Type (%)
A 2 (4%)

B 30 (67%)
A/B 13 (29%)




70
(=1
b 50
a0
30
0

OTA-BTOT
=" OTM-BTOT
—— FIM-BTOT
BOM-BTOT
FOMVCRTOT
TSM-LTOT
BEMCLTOT
T FEM-LTOT
D=4 TOT
LTM-LTOT
ETM-LTOT
GOM-LTOT
SOM-LTOT
- TOM-LTOT
GEM-ITOT
SHM-OTOT
TEMWM-9T0T
RTM-9TOT
FLA-ATOT
OTLVEaTDE
SOVCATDE
TOVCSTDT
= TSM-STOT
LEM-STOT
RS TOT
DTM-5TOT
STMSTOT
TLM-STOT
BOVCSTOE
FOVCSTOT
TEMPTOT
BEMPTOT
PEM-FTOT
OPAA-#TOT
d L TM-PTOT
L ETAM-PTOT m

BOM-FTOT 3
| SOM-PTOT B

s TOM-PTOT M
=

=
©
@
X
=
S
=

Qrggnization

}

rosu e e EUTOpE
B/Yam

B

-
A(H3)
I

AT

A(H1)
B/Vic
|

% positive

e Flu B
A(H3)

A not subtyped

A(H1) / A(H3)

GPM-ETDT ™
SPM-ETDT =
TrM-ETDT
BTM-ETDT
PIM-ETOT
OTAN-ETDT
S0M-ETOT
TOM-ETOT
O5A-TTOT
PM-TTOT
THMW-TTDT
BLAM-TTOT
STA-TTIOE
TTM-TTOE
L0MCTTOE
EOM-TTOE
TSM-TTOT
LEM-TIOE
EPM-TTOT
OZM-TTOT
STM-TTOT
TTM-TTDT
B0M-TTOT
POMCTTOE
THM-OTOT
SM-OTOT
FA-OTOT
OFsh-0TOT

m A(H1)

A(H1)
B/Yam

 AHA]

A(H3)

by (sub)type and season,

2010/11-2017/18%*

A(H1)
B/Vic

[
c
ﬁ
c
Q
)]
£
<
e
G
)]
c
2
)
O
Q
)
)
©
0
S
=
>
c
N
c
)
3
=
=
=
x
)
=

specimens

25000
2000

g 3 é °

—

$UG|19213p SNUIA BZUSRJU)|

°
9]
>

L
[=%

0

S

o

T

[=}

=)
(9]

X
]
9]
2

=
[

o

*




Distribution of virus (sub)type by age group in q (g} World Health

laboratory-confirmed cases in ICU, 2017-2018* fr 2t “"Tkg 2.:2:: zaton
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Influenza type B accounted for approximately half of the severe cases

*Reporting countries: Czech Republic, Denmark, Finland, France, Ireland, the Netherlands, Romania, Russian Federation, Spain, Sweden, Ukraine and the United Kingdom
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3 363 virus characterisations reported

Emergence of variant influenza B/Victoria lineage (45%
of those characterised) with two amino acids deletion in
the HA protein (162 and 163) -> Antigenically and
genetically distinct from the vaccine strain

2 192 viruses assessed for neuraminidase inhibitor
susceptibility: <1% showed evidence of reduced or
highly reduced inhibition by oseltamivir and zanamivir

Genetic characterisation of circulating influenza C@r 3
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viruses in the WHO European Region, 2017-2018 ELOC o

Figure 11. Phylogenatic compmison o! l lluanza B (Vlctovia Ilnoaga) HA genes
Vaccine virus -
Reference viruses

Collection date
Oct 2017
Nov 2017
HAZ numbering

* amino acd
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# Hi result in tables
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Interim all-age VE estimates results from 5 European studies*:
— 25 to 52% against any influenza
— 55 to 68% against influenza A(H1IN1)pdmO09
— -47 to 7% against influenza A(H3N2)
— 36 to 54% against influenza B

Interim 2017/18 influenza seasonal vaccine effectiveness:

combined results from five European studies

Mart Rendy ', Esther Kissling . Hanse Dorthe Embarg®, Alis Gherasint, Richard Pebody’, Ramona Trebbier*, francisce Pose’,
Ampare Larraurt®, fre McMenamin®, Marts Valsacians', -MOVE1-MOVL+ groep®

Carmespanteace Marc Rosdy (m rendy@epiconiept I1)

*Rondy, Kissling et al. EuroSurv 2018
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Dominance of influenza B viruses at regional level (different patterns at MS level; A/B or H1
or H3 dominant)

Older adult hospitalisations (Type B viruses caused severe disease)
Excess mortality from all causes especially in older people
Emergence of variant influenza B/Victoria lineage

Season vaccine effectiveness estimates: 25 to 52%

<1% antiviral drug resistance (similar to 2016/17)
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— The network of experts involved in national surveillance

— ECDC Influenza and other Respiratory Viruses team

— WHO European Region Office High Threat Pathogens team
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